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(2) Notable clustering of transcription-factor-binding motifs in human pericentric
regions and its biological significance. Chromosome Res. 21, 461-474,2013.

(3) Directional and reoccurring sequence change in zoonotic RNA virus genomes
visualized by time-series word count. Scientific Reports 2016; 6: 36197.

(4) Time-series oligonucleotide count to assign antiviral siRNAs with long utility fit in
the big data era. Gene Therapy, 24, 668-673,2017.
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