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Nature D7 7ANZ 9 hDEV A

> LEORBMEREICE e X
t &) — ntb\é 1 ~2XT. EFNGRANE. TTORHFO _LDuring cell division, mitotic spindles are assembled by
= o REEHNERTESSLSICEREHTS. microtubule-based motor proteins'=. The bipolar organization,

of spindles is essential for proper segregation of chromosomes,

> mﬁ%fvgg_@gﬁﬂﬂ L/’::t 2 ~3%T. HROLVEMLSRE. _’—.and requires plus-end-directed homotetrameric motor proteins

|nf the widely conserved kinesin-5 (BimC) family2. Hypntheses[

\ - . . " e
bH D(‘-%(o FEENEFOMFENERTESLOCRKHATS. for bipolar spindle formation include the 'push—pull mitotic
o muscle' model, in which kinesin-5 and opposing motor proteins
> Nature X ODBER(3. oo comvommmmssicnz act between overlapping microtubules” " [Hlowever, the
= ’ ' T precise roles of kinesin-5 during this process are unknown.
( _ﬂfgb EIEU 0) t“ ) _ﬂrib r':T_I — BV B = BRRE (OB I-l[-Edr-e we ;hn:w tha:J l]lle $;rteh1‘"lztte kine:;'in:S E.:zS-drives-i the i
o sliding of microtubules depending on their relative orientation.
(TOBRLE(FEBL/I—F) We found in ¢ i vitro assays
_ ?\ ) . e found in controlled in vifro assays that Eg5 has the
‘{ ,‘b 77_ 5 tEL\ ‘{ % *L 1 XT, ERGRRZENTD. remarkable capability of simultaneously moving at =20 nm s
< S towards the plus-ends of each of the two microtubules it
\{*ﬂﬁgﬁjtbtﬁb\% 2~3 K_C ’—}Elﬂﬂhg-yj\ [Chio Ei%f{ﬁé%f} —.trnss-lirnks-. Ii'ur ant'i;parallel_lmi.trntubules, this |:esults in
. AERIEEDLSICEISNTVEANENSTEE relative sliding at ~40 nm 5™, comparable to spindle pole,
%Et(;h\gb’gb\o Eq*&l'-@’;bf A _ "{Eﬁ-a“;a T T separation rates in vivo®. Furthermore, we found that Eg5 can
|2 = LLFX d: VS EH @ .

tether microtubule plus-ends, suggesting an additional
microtubule-binding mode for Eg5. Our results demonstrate
how members of the kinesin-5 family are likely to function in
mitosis, pushing apart interpolar microtubules as well as
recruiting microtubules into bundles that are subsequently
polarized by relative sliding. We anticipate our assay to be a
starting point for more sophisticated in vitro models of mitotic
spindles. For example, the individual and combined action of
multiple mitotic motors could be tested, including minus-end-
directed motors opposing Eg5 motility. Furthermore, Eg5
inhibition is a major target of anti-cancer drug development,
and a well-defined and guantitative assay for motor function
will be relevant for such developments.

https://www.natureasia.com/pdf/ja-jp/nature/authors/gta-2017.pdf
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Graduate School of Medicine, told The BMJ that it was still “difficult to distinguish who is a ... Iwata’s
deepest concem is that many people will die of covid-19 infections and that ...
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[H™ML] How should health systems prepare for the evolving COVID-19 pandemic?
Reflections from the perspective of a Tertiary Cancer Center

ATC Chen, CMV Moniz, U Ribeirc-Jinior, MDPE Diz... - Clinics, 2020 - SciELO Brasil

... 17. World Health Organization. Coronavirus disease (COVID-19) outbreak ... 2010. [ Links ]. 19.
Iwata K. The facts of the Coronavirus in Diamond Princess by Kentaro Iwata. Available from:
ALS4TE [cited Feb 25 th , 2020]. [ Links ] ...
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A Simulation on Potential Secondary Spread of Novel Coronavirus in an Exported
Country Using a Stochastic Epidemic SEIR Model

K Iwata, C Miyakoshi - Journal of Clinical Medicine, 2020 - mdpi.com

Ongoing outbreak of pneumonia caused by novel coronavirus (2019-nCoV) began in

December 2019 in Wuhan, China, and the number of new patients continues to increase.

Even though it began to spread to many other parts of the world, such as other Asian ...
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Ony caused (2018-nCoV) began in December 2019 in Wuhan,
China, and the number of new patients conénues 1o Increase. Even though it began o spread o many other parts
of the workd, such as ofher Aslan countries, the Americas, Europe, and the Mddie East, the Impact of secondary
outbreaks caused by exporied cases outside China remains unclear. We conducied simulations 10 estimate the
in China. Simulations using stochastic SEIR model

Abstract

, assuming imporied o8 45 possible scenarios we prepared,
the worst scenario resulied in the total number of persons recovered or removed o be 997 (95% Crl 990-1000) at -
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